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POSTER OVERVIEW 
MONDAY POSTER TOPICS, POSTER NUMBERS 
Special Posters, 001-003 
Undergraduate Posters, 004-017 
GC/MS Analysis, 018-030 
Mass Spectrometry for Forensic Applications, 031-043 
Portable Instruments, 044-049 
Environmental Analysis, 050-068 
Toxicology, 069-087 
Clinical Chemistry Applications, 088-105 
High Throughput Analysis for Drug Metabolism, 106-128 
Quantitative for Drug Metabolites, 129-146 
Metabolite Quantitation, 147-175 
Small Molecule Analysis, 176-192 
Small Molecules, 193-201 
Atmospheric Pressure Photo Ionization (APPI), 202-217 
ESI & APP Ion Sources, 218-238 
MALDI Ion Sources, 239-256 
ToF Mass Analyzers, 257,277 
Ion Molecule Reactions, 278-303 
Isotope Ratios, 304-312 
MALDI Tandem MS, 313-317 
Metal Ions in Biology, 318-327 
Polymers, 328-345 
Ion conformation and Metal Clusters, 346-350 
Protein Conformation, 351-369 
Protein Analysis, 370-390 
Membrane Proteins, 391-419 
Posttranslationally Modified Proteins, 420-443 
Carbohydrates , 444-464 
Glycoproteins, 465-478 
Phosphorylated Proteins, 479-501 
Proteomics: Cancer Related Biomarkers, 502-526 
Proteomics: Comparison to Fundamental Techniques, 527-541 
Proteomics: New Methods, 542-562 
Proteomics: Quantitation (iTRAQ), 563-581 
Proteomics: Quantitation (SILAC), 582-593 
TUESDAY POSTER TOPICS, POSTER NUMBERS 
Antiterrorism MS, 004-018 
Environmental Analysis, 019-037 
Small Molecule Analysis, 038-062 
Reactive Drug Metabolites, 063-074 
Drug Quantitation, 075-090 
High Throughput for Plasma and Body Fluids Analyses, 091-098 
Immunology, 099-120 
Microscale Separations MS, 121-137 
MALDI Sample Preparation, 138-174 
Ion Mobility MS, 175-197 
Instrumentation: FTMS, 198-222 
Ion Activation, 223-253 
Materials Science, 254-259 
Lipids: Oxidized and Signaling, 260-271 
Lipids and Steroids, 272-279 
Nucleic Acid, 280-295 
Peptides: Fragmentation and Sequencing, 296-322 
Proteins General , 323-341 
Protein Folding, 342-351 
Proteins: Posttranslational Modifications, 352-374 
Computer Applications: Proteins, 375-382 
Bioinformatics, 383-409 
Proteomics: Biomarkers - Differential Expression Profiling, 410-
422 
Proteomics: Biomarkers in Serum, 423-438 
Proteomics: Fundamental - 2D Electrophoresis, 439-440 
Proteomics: Fundamentals - Other New, 441-451 
Proteomics: Lower Organisms, 452-468 
Proteomics: Medical Applications, 469-486 
Proteomics: New Methods, 487-508 
Proteomics: Phosphorylation, 509-531 
Protomics: Sample Preparation and Methodologies, 532-562 
Imaging-Surface Analysis, 563-591 
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POSTER OVERVIEW 
WEDNESDAY POSTER TOPICS, POSTER NUMBERS 
Surface Analysis, 004-015 
Clinical Chemistry, 016-033 
Drug Metabolism: Identification, Methods & Tools, 034-059 
Drug Metabolism: Pharmacokinetics, 060-067 
Drug Quantitation, 068-094 
Environmental Analysis, 095-115 
Flavor and Fragrances, 116-117 
Instrumentation: New Concepts, 118-139 
Ion Spectroscopy, 140-142 
Ion Structure/Energetics, 143-166 
LC/MS: Nano, 167-184 
LC/MS: Sample Preparation, 185-216 





Non-Covalent Interactions, 309-341 
Computer Applications: General, 342-351 
Computer Applications: Laboratory Information Management, 
352-364 
Bioinformatics: Peptide Identification Software & Techniques, 
365-398 
Peptides: General, 399-419 
Peptides: Posttranslational Modifications, 420-454 
Proteomcis: Lower Organisms, 455-474 
Proteomics: Biomarkers – General, 475-490 
Proteomics: Biomarkers in Brain and CSF, 491-498 
Proteomics: Labeling and Affinity, 499-521 
Proteomics: Medical Applications, 522-539 
Proteomics: New Methods, 540-563 
Proteomics: Quantitation – General, 564-583 
THURSDAY POSTERS, POSTER NUMBERS 
Agriculture Applications, 004-024 
Carbohydrates , 025-038 
Chiral Analysis by MS, 039-052 
Drug Metabolism: Identification, Methods & Tools, 053-077 
Drug Metabolism: Ion Suppression, 078-086 
Endogenous Compound Quantitation, 087-102 
Quantitation: Food and Pharma, 103-133 
High Throughput Analysis/Robotics, 134-149 
Education, 150-152 
Homeland Security, 153-162 
Hydrocarbon and Petrochemical, 163-169 
Instrumentation: New Concepts, 170-189 
Instrumentation: Quads and Traps, 190-214 
Ionization Mechanisms, 215-236 
LC/MS: Protein Peptide Methods and Instrument Development, 
237-249 
LC/MS: Small Molecule Methods & Instrumentation, 250-276 
Macromolecular Complexes, 277- 285 
Metabolite Profiling, 286-301 
Metabolomics, 302-314 
Natural Products, 315-331 
Peptide Fragmentation and Sequencing Derivatization, 332-337 
Peptides: Fragmentation & Sequencing - FTICR-MS, 338-351 
Protein Conformation, 352-375 
Protein Recombinant, 376-391 
Proteomics New, 392-411 
Proteomics: Biochemistry, 412-432 
Proteomics: Biomarker - Top Dow, 433-440 
Proteomics: Biomarkers and MALDI, 441-457 
Proteomics: Fundamental Studies, 458-467 
Proteomics: Phosphorylation, 468-490 
Proteomics: Quantitation - Differential Labeling, 491-515 
Proteomics: Quantitative Profiling Software & Techniques, 516-
540 
Proteomics: Sample Preparation & Methodologies, 541-568 
RNA/DNA Analysis, 569-582 
 
